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HIV Helper T-cell Epitopes

CONSENSUS-C s CONSENSUS-C
ETH2220 p24 Epitope 5 B
92BR025 92BR025
UG268 Epitope 5 TPQDLNTMLNTVGGH UG268
SM145 SM145
ZAM18 ZAM18
ZAM20 CONSENSUS-B  tPQDLNTMLNTVGGH oy
DJ259 DJ259 e
VI313 CONSENSUS-A VI313  emememeee-
U455
CONSENSUS-D = ------mmmmmeeee- 92UG037 CONSENSUS-D  -=--mmmmmmeev
84ZR085 BZ126B 84ZR085
94UG114.1 VI59 94UG114.1
ELI VI310 ELI
2226 VI57 7276
NDK K112 NDK
VI205 K88 VI205
G109 K29 G109
K31 K7 K31
uG274 K98 UG274
UG270 K89 UG270
SE365 VI32 SE365
VI203 VI415 VI203
CONSENSUS-F EE@23 CONSENSUS-F  -eremeemmeee
93BR020.1 TN243 93BR020.1 ~ ---mmmemeeeeeen
VI174 TN245 VIL74 s
VI69 AE. CM240 VI69
BZ162 CIZ0 BZ162
VI325 Ci5e VI325
CONSENSUS-G LBV2310 CONSENSUS-G  coomeeemeee
92NG083 CIs1 02NGO83  eeeemeeeen
93NG003 gﬁggg DRI T ——
LBV217 s LBV217
CONSENSUS-H UG266 CONSENSUS-H
VI525 Q23 VI525
VI557 VI557
90CR056 CONSENSUS-B  commemememeee 90CR056
CONSENSUS-O C18MBC CONSENSUS-O  ?2Y-|--—Al---
ANT70 HXB2R ANT70 ISY-l-----Al--
MVP5180 (Y S YA VAN k’géLWlZB MVP5180 V-Y-loommn Ao
CONSENSUS-CPZ ------- ?-72-7- WR27 CONSENSUS-CPZ ?-2-7-----A--?-
CPZGAB S U v A SF2 CPZGAB [ VY. -
CPZANT ~ —eeeee (8 E— BZ167 CPZANT w-Henme-A=-D-
PH153
PH136
TB132
BZ190
LA
MN
JH31
JRCSF
JRFL
oyl
NY5CG
NL43
cDCc41
HAN
CAM1
RF
D31
UG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160 oo
1-1
25
4-7
107979
71077\ —
107V 3 ——



p24 Epitope 6
Epitope 6 DLNTMLNTYGGHQAAC
CONSENSUS-B DLNTMLNTVGGHQAAM

CONSENSUS-A  =-M-mrijcmmeoen
U455 e Moo Vemmemee
92UG037 oMol
BZ126B e
VI59
VI310
VI57
K112
K88
K29
K7
K98
K89
VI32
VI415
Cl4 e Moeelee
LBV23 o Meeel-
TN243 o Meeel-
TN245 M-
AE_CM240
Cl120

Cl59
LBV2310
cls1
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B -------=------
CisMBC
HXB2R
LAI-LW123
AD8

WR27

SF2

BZ167
PH153
PH136
TB132
BZ190

LAI

MN

JH31
JRCSF
JRFL

()]
NY5CG
NL43
CDC41
HAN

CAM1

RF

D31
uG280
YU2

YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160 -
1-1

2-5

4-7
107979
3202A12 e
3202A21 e

CONSENSUS-C  ---------eemem-

ETH2220
92BR025
uG268
SM145
ZAM18
ZAM20 e
DJ259 = e
VI313 e

CONSENSUS-D  ---------om-mem-
84ZR085
94UG114.1
ELI

2276

NDK

VI205
G109

K31

uG274
UG270
SE365
V1203

CONSENSUS-F  -----mmemeeee
93BR020.1 ~  —-mmemeeeeee-
VIL74 e
V169
BZ162
VI325

CONSENSUS-G = ----------=---—-
92NG083 e
(elc]\\[eT0]0 ¢ H—————
LBV217 e

CONSENSUS-H
V1525

VI557

90CRO056

CONSENSUS-O
ANT70
MVP5180

CONSENSUS-CPZ -7-----A--?--G--
CPZGAB RV S
CPZANT e A--D--G--

11-69
DEC 97

HIV Helper T-cell Epitopes

p24 Epitope 7
Epitope 7 ETINEEAAEWDRVHPC
CONSENSUS-B eTINeEAAeWDRIHPvV

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
Cl20
CI59
LBV2310
CIs1
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B  -rrmrmrememeen-
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190

LAl

MN

JH31
JRCSF
JRFL

ovI
NY5CG
NL43
cbcal
HAN
CAM1

RF

D31
UG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15

N =YV N —
1-1
2-5
a7
107979
3202A12 e Veor
320221 e




HIV Helper T-cell Epitopes
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